In the title compound, C 24 H 23 N 3 O 2 , the dihedral angles between the pyrazolopyridine ring system (r.m.s. deviation = 0.001 Å ) and the N-bound and C-bound benzene rings are 15.95 (2) and 83.71 (4) , respectively. The conformation of the former is influenced by an intramolecular C-HÁ Á ÁN hydrogen bond, which generates an S(6) ring. In the crystal, stepped layers are generated by three sets of C-HÁ Á Á interactions.
data reports Synthesis and crystallization
A flask containing a stirring bar was charged with 5-bromo-3,4,6-trimethyl-1-phenyl-1H-pyrazolo [3,4-b] pyridine (100 mg, 0.31 mmol), 4-ethoxycarbonylphenyl boronic acid (67 mg, 0.35 mmol) and sodium bicarbonate (1.5 equiv, 0.47 mmol) in a mixture of toluene/ethanol (2/1 v/v). Pd(PPh 3 ) 4 (0.05 equiv, 0.018 mmol) was added and the mixture was refluxed for 12 h. After cooling, the solvents were removed under reduced pressure and the residue was purified by flash chromatography on silica gel (petroleum ether/ethyl acetate, v/v = 90:10). The title compound was recrystallized from ethanol solution at room temperature, giving colourless blocks (yield: 80%; m.p.
422-424 K).

Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Packing viewed along the a-axis direction with C-HÁ Á Á(ring) interactions shown as dashed lines. Computer programs: APEX3 and SAINT (Bruker, 2016), SHELXT (Sheldrick, 2015a) , SHELXL2018 (Sheldrick, 2015b) , Mercury (Macrae et al., 2008) and SHELXTL (Sheldrick, 2008) .
Figure 1
The title molecule showing 50% probability ellipsoids. The intramolecular C-HÁ Á ÁN bond is indicated by a dashed line. Table 1 Hydrogen-bond geometry (Å , ).
Cg2, Cg3 and Cg4 are the centroids of the N1/C1-C5, C10-C15 and C16-C21 rings, respectively. 
Special details
Experimental. The diffraction data were obtained from 3 sets of 400 frames, each of width 0.5 deg. in omega, colllected at phi = 0.00, 90.00 and 180.00 deg. and 2 sets of 800 frames, each of width 0.45 deg in phi, collected at omega = -30.00 and 210.00 deg. The scan time was 20 sec/frame.
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Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
